Related literature
For the orthorhombic polymorph of the title compound, see: Andrews et al. (1983) . Other bis(triphenylphosphine)iminium halide structures include [(Ph 3 P) 2 N]Cl (Knapp & Uzun, 2010a) , [(Ph 3 P) 2 N]BrÁCH 3 CN (Knapp & Uzun, 2010b) , [(Ph 3 P) 2 N]I (Beckett et al., 2010) and [(Ph 3 P) 2 N][ClHCl] (Gellhaar & Knapp, 2011) . For a discussion of the [(Ph 3 P) 2 N] + cation, see: Lewis & Dance (2000) . For a theoretical study on boric acid dimers, see: Larkin et al. (2006) . For an overview of the different polymorphs of boric acid, see: Shuvalov & Burns (2003) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Data collection: CrysAlis PRO (Agilent, 2013 ); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL2013 (Sheldrick, 2008) ; molecular graphics: DIAMOND (Brandenburg et al., 2012) ; software used to prepare material for publication: OLEX2 (Dolomanov et al., 2009). Financial support from the Deutsche Forschungsgemeinschaft (DFG) and the Fonds der chemischen Industrie (FCI) is gratefully acknowledged.
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Comment
Often the [(Ph 3 P) (Andrews et al., 1983) and thus represents a second polymorph. It can be assumed that different crystallization conditions, dichloromethane/n-hexane (Andrews et al., 1983) , T =150 K) than the structure reported by , T=291 k).
The bis(triphenyl-λ 5 -phosphanylidene)ammonium cation shows bond angles (P-N-P angle [137.28 (8)°]) and bond lengths (P-N (1.5836 (12) and 1.5839 (12) Å) and P-C distances (1.7951 (15)-1.8004 (16) Å) in the expected range (Lewis & Dance, 2000) .
In the crystal, the boric acid molecules form inversion dimers via a pair of O-H···O hydrogen bonds ( Fig. 2 and Table   1 ). Each boric acid molecule forms two additional O-H···Cl hydrogen bonds to one chloride ion ( Fig. 2 and Table 1 ).
This part of the crystal structure is very similar to the boric acid dimer in the orthorhombic polymorph.
Experimental
Single crystals of the title compound, suitable for X-ray diffraction, were obtained as an hydrolysis product of [(Ph 3 P) 2 N]
[BCl 4 ] by layering an acetonitrile solution with diethyl ether.
Refinement
All hydrogen atoms attached to the aromatic rings were placed in calculated positions (C-H = 0.93 Å) and refined as riding atoms, with U iso (H) = 1.2 U eq (C). The oxygen-bonded H atoms were located in a difference Fourier map and freely refined. 
Computing details
Data collection: CrysAlis PRO (Agilent, 2013 ); cell refinement: CrysAlis PRO (Agilent, 2013) ; data reduction: CrysAlis PRO (Agilent, 2013 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL2013 (Sheldrick, 2008) ; molecular graphics: DIAMOND (Brandenburg et al., 2012) ; software used to prepare material for publication: OLEX2 (Dolomanov et al., 2009) .
Figure 1
View of the molecular structure of the title compound, with atom labelling. Displacement ellipsoids are drawn at the 50% probability level. The O-H···Cl hydrogen bonds are shown as dashed lines (see Table 1 for details).
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Figure 2
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